N) tree generated by a cgMLST analysis (based on 935 loci)

L™ Lactobacillus crispatus UMB4253 (GCA_033803845.1)
Lactobacillus crispatus UMB4352 (GCA_033803885.1)
Lactobacillus crispatus LB63 (GCA_016162065.1)
Lactobacillus crispatus 10.2 (GCA_019277925.1)
25| actobacillus crispatus LB129 (GCA_038001565.1)

2L actobacillus crispatus CRI17 (GCA_015708055.1)
Lactobacillus crispatus CRI10 (GCA_015708065.1)
Lactobacillus crispatus RL31 (GCA 004361095.1)
Lactobacillus crispatus RL32 (GCA_004361075.1)
=Lactobacillus crispatus CRI8 (GCA_015708075.1)
28, actobacillus crispatus FB077-07 (GCA_000301135.1)

2% actobacillus crispatus RL13 (GCA_004361265.1)
Lactobacillus crispatus RL28 (GCA_004361125.1)
Lactobacillus crispatus RL11 (GCA_004361295.1)

2% actobacillus crispatus RL26 (GCA_004361175.1)
Lactobacillus crispatus RL19 (GCA_004361205.1)
Lactobacillus crispatus RL24 (GCA 004361185.1)
Lactobacillus crispatus RL33 (GCA_004361395.1)
Lactobacillus crispatus RL29 (GCA_004361115.1)
=Lactobacillus crispatus 0795 578 1 1 _MRS1 (GCA_040428515.1)
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