
1
0

1
0

1
392

1
52.8

1
66.9

Bacillus subtilis TH035 (GCA_016411915.1)8.36

1
6.64

Bacillus subtilis B-356 (GCA_035814235.1)3.68

Bacillus subtilis CIP61.7 (GCA_965140155.1)4.32

1
43.7

0.74
2.04

Bacillus subtilis BIM B-569G (GCA_016894165.1)7.1

Bacillus subtilis BD-609 (GCA_035822435.1)7.9

Bacillus subtilis PS-218 (GCA_018122455.1)13

Bacillus subtilis JM553 (GCA_040712175.1)101

1
315

0.79
46.7

Bacillus subtilis - (GCA_905319155.2)197

1
59.7

0.53
0.66

1
7.49

Bacillus subtilis MB8_B1 (GCA_009662255.1)2.25

Bacillus subtilis MB9_B1 (GCA_009662175.1)1.75

Bacillus subtilis RS304 (GCA_030016555.1)6.51

Bacillus subtilis STRP31 (GCA_012935335.1)13.3

0.91
23.2

1
185

Bacillus subtilis SRCM117108 (GCA_024799885.1)7.08

Bacillus subtilis TR6 (GCA_041023695.1)5.92

1
148

0.63
1.84

Bacillus subtilis FJAT-14262a (GCA_001278955.1)2.99

Bacillus subtilis GRSW1-B1 (GCA_000982455.1)13

1
14.7

Bacillus subtilis NPDC056378 (GCA_042262465.1)0.979

0.45
0.0156

Bacillus subtilis NPDC056167 (GCA_042266245.1)0.984

0.38
0.0156

Bacillus subtilis NPDC056168 (GCA_042264405.1)0.0156

Bacillus subtilis NPDC056012 (GCA_042274205.1)0.984

Root0
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