NJ tree generated by a cgMLST analysis (based on 903 loci)
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Lacticaseibacillus rhamnosus ICIS25 (GCA_038039235.1)
Lacticaseibacillus rhamnosus TCI366 (GCA_039857935.1)
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{Lacticaseibacillus rhamnosus LV108 (GCA_013167115.1)
¢ 127, acticaseibacillus rhamnosus F (GCA_018966895.1)
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