NJ tree generated by a cgMLST analysis (based on 942 loci)
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Lactiplantibacillus plantarum GR0512 (GCA_017068215.1)
Lactiplantibacillus plantarum TCI507 (GCA_013305265.1)
Lactiplantibacillus plantarum GD00040 (GCA 018395655.2)
“Lactiplantibacillus plantarum MB685 (GCA_047204915.1)
200 Lactiplantibacillus plantarum CIRM-BIA 1524 (GCA 025189905.1)
% §201 O actiplantibacillus plantarum CIRM-BIA 1525 (GCA_025194145.1)
22| actiplantibacillus plantarum CXG9 (GCA 016812075.1)
Lactiplantibacillus plantarum ZBK1-5 (GCA_030578335.1)
Lactiplantibacillus plantarum KC28 (GCA 002948215.1)
,**Lactiplantibacillus plantarum KKP 3573 (GCA_031296365.1)
=Lactiplantibacillus plantarum FUA3038 (GCA 026127765.1)
“Lactiplantibacillus plantarum 4_3 (GCA_000507045.1)
Lactiplantibacillus plantarum COY2906 (GCA_018403705.1)
=Lactiplantibacillus plantarum CIRM-BIA 1108 (GCA_025190025.1)
Lactiplantibacillus plantarum Nizo2814 (GCA_001633575.1)
Lactiplantibacillus plantarum IF (GCA_037996145.1)
Lactiplantibacillus plantarum GBW-LP0O01 (GCA 041941405.1)
Lactiplantibacillus plantarum HC-2 (GCA _013458335.1)
Lactiplantibacillus plantarum HC-2 (GCA_030463605.1)
Lactiplantibacillus plantarum Ep-M17 (GCA 032818175.1)
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