N) tree generated by a cgMLST analysis (based on 607 loci)
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—*“Limosilactobacillus fermentum ICIS24 (GCA_040347825.1)
Limosilactobacillus fermentum LfU21 (GCA_002869825.2)
Limosilactobacillus fermentum ACA-DC 179 (GCA_019890875.1)

.Limosilactobacillus fermentum 3872 (GCA_000466785.3)
Limosilactobacillus fermentum U14 (GCA_039566235.1)
Limosilactobacillus fermentum U13 (GCA_039566785.1)
Limosilactobacillus fermentum U19 (GCA_039566885.1)
=Limosilactobacillus fermentum KMB_612 (GCA_003346325.1)
0.250 Limosilactobacillus fermentum BIO6529 (GCA 008868475.1)

% imosilactobacillus fermentum ATA-LTC-Lf170503 (GCA 037966785.1)
5, imosilactobacillus fermentum gbc_h (GCA_040785075.1)
Limosilactobacillus fermentum FAM 19471 (GCA_005864145.1)
Limosilactobacillus fermentum R17-5 (GCA_029872335.1)
=Limosilactobacillus fermentum QAULFN54 (GCA 022509455.1)
Limosilactobacillus fermentum GR1009 (GCA_017134335.1)
Limosilactobacillus fermentum GR1008 (GCA _017134355.1)
Limosilactobacillus fermentum GR1007 (GCA 017134375.1)
Limosilactobacillus fermentum VRI-003 (GCA_002072085.1)
Limosilactobacillus fermentum GR1103 (GCA_017068315.1)
Limosilactobacillus fermentum PCC (GCA_024665195.1)



