N) tree generated by a cgMLST analysis (based on 903 loci)

23 25 acticaseibacillus rhamnosus CE1 (GCA 018141205.1)
l%{;Lacticaseibacillus rhamnosus AS (GCA_018286375.1)
2947 acticaseibacillus rhamnosus BIOML-A3 (GCA_009679395.1)
Lacticaseibacillus rhamnosus BIOML-A4 (GCA 009679335.1)
—Lacticaseibacillus rhamnosus FUA3185 (GCA_031626835.1)
“Lacticaseibacillus rhamnosus Lrh26 (GCA_001656605.1)
=Lacticaseibacillus rhamnosus LR_AVK (GCA_009742715.1)
=Lacticaseibacillus rhamnosus Lc 705 (GCA_000026525.1)
Lacticaseibacillus rhamnosus 1SO20 (GCA_030286545.1)
Lacticaseibacillus rhamnosus NS2301G1 (GCA 041228125.1)

% Lacticaseibacillus rhamnosus Lrh25 (GCA_001656975.1)

298 acticaseibacillus rhamnosus CAU 1365 (GCA_019967935.1)
50.3 2984 acticaseibacillus rhamnosus Lrh21 (GCA _001656995.1)

286 0.06250 Lacticaseibacillus rhamnosus BI05326 (GCA_009720565.1)

o * Lo acticaseibacillus rhamnosus CIRM-BIA 607 (GCA_025189315.1)
822625 %Lacticaseibacillus rhamnosus co_0103 (GCA_004167055.1)
Lacticaseibacillus rhamnosus BIOML-A9 (GCA_009679265.1)
Lacticaseibacillus rhamnosus BIOML-A8 (GCA_009679295.1)
Lacticaseibacillus rhamnosus BIOML-A2 (GCA 009679405.1)
Lacticaseibacillus rhamnosus X253 (GCA_018228745.1)
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