N) tree generated by a cgMLST analysis (based on 1342 loci)

*#.Bacillus subtilis ACCC 11088 (GCA_018223525.1)
Bacillus subtilis G25-31 (GCA_015880865.1)
Bacillus subtilis G25-40 (GCA_015881035.1)
Bacillus subtilis G25-61 (GCA_015844635.1)
Bacillus subtilis JCL16 (GCA_013285325.1)

L1%.Bacillus subtilis YB-15 (GCA_022453545.1)

#2.Bacillus subtilis QB61 (GCA_003148355.2)

20.8acillus subtilis B-229 (GCA_035814275.1)

w5 Bacillus subtilis 73 (GCA_009662275.1)
H;Bacinus subtilis SRCM104005 (GCA 004101425.1)
2%.Bacillus subtilis MB9_B1 (GCA_009662175.1)
Bacillus subtilis MB8_B1 (GCA 009662255.1)
3L.Bacillus subtilis R$304 (GCA_030016555.1)
®.Bacillus subtilis STRP31 (GCA_012935335.1)
0771 2Bacillus subtilis - (GCA_905319155.2)
Bacillus subtilis - (GCA_905310995.2)
Bacillus subtilis - (GCA_905315045.2)
Bacillus subtilis MB9_B6 (GCA_009662375.1)
“Bacillus subtilis MB9_B4 (GCA 009662155.1)
Bacillus subtilis 1999 21 (GCA 048593395.1)
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