N) tree generated by a cgMLST analysis (based on 942 loci)

w2 189 Lactiplantibacillus plantarum Dm-2019-28 (GCA_018257115.1)
' BiL) actiplantibacillus plantarum Dm-2019-3 (GCA_018257135.1)
e[ “Lactiplantibacillus plantarum VJLHD12L4 (GCA_030464565.1)
ﬂLactiplantibacillus plantarum NCU116 (GCA_001672035.1)

105, actiplantibacillus plantarum PFC-311 (GCA_003046075.1)
=Lactiplantibacillus plantarum GMNL-661 (GCA_040719475.1)
“Lactiplantibacillus plantarum AM25-20AC (GCA_003470765.1)
=Lactiplantibacillus plantarum 1B1 (GCA_017581065.1)
Lactiplantibacillus plantarum TMW 1.1478 (GCA_003345375.1)
Lactiplantibacillus plantarum 43-3 (GCA_001595615.1)
~Lactiplantibacillus plantarum 1001254st1_Al_1001254B_151014 (GCA_028321915.1)
Lactiplantibacillus plantarum CIRM-BIA 1111 (GCA_025190005.1)
Lactiplantibacillus plantarum CIRM-BIA 1108 (GCA_025190025.1)
Lactiplantibacillus plantarum SRCM103472 (GCA_004103495.1)
Lactiplantibacillus plantarum SRCM103473 (GCA_004103515.1)
Lactiplantibacillus plantarum LVS14 (GCA_044129425.1)

Lo.7 JLactiplantibacillus plantarum LM14-2 (GCA_023195585.1)
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9.62,

ﬁLactiplantibacillus plantarum FSCPS6L4 (GCA 030464725.1)

02/ L2 actiplantibacillus plantarum FUA3112 (GCA_026127745.1)

L 2%, actiplantibacillus plantarum KY4-L8 (GCA_049525235.1)
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