N) tree generated by a cgMLST analysis (based on 942 loci)
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130 Lactiplantibacillus plantarum Dm-2019-48 (GCA_018257155.1)
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te Lactiplantibacillus plantarum LpDm48 (GCA_046353015.1)
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129 actiplantibacillus plantarum CIRM-BIA 2184 (GCA_025190145.1)

Lactiplantibacillus plantarum TMW 1.1478 (GCA_003345375.1)

28, actiplantibacillus plantarum D31 (GCA_004102885.1)
“=Lactiplantibacillus plantarum XJ25 (GCA_019076805.1)
Lactiplantibacillus plantarum Nizo3894 (GCA 001633725.1)
Lactiplantibacillus plantarum LMG 13556 (GCA _040705195.1)
Lactiplantibacillus plantarum FUA3183 (GCA _026127845.1)
Lactiplantibacillus plantarum Nizo2262 (GCA_001639585.1)

189 actiplantibacillus plantarum DS8_9 (GCA_003053025.1)
Lactiplantibacillus plantarum DS13_9 (GCA_003053185.1)
Lactiplantibacillus plantarum ATCC 5870 (GCA 013753885.1)
Lactiplantibacillus plantarum AUSA002 (GCA _040790815.1)

199 actiplantibacillus plantarum Lp820 (GCA_002370925.1)
Lactiplantibacillus plantarum LPBF 35 (GCA 016029535.1)
Lactiplantibacillus plantarum SCZH-7 (GCA_040271445.1)
Lactiplantibacillus plantarum SRCM101520 (GCA_002872355.1)
—Lactiplantibacillus plantarum FSCPS35L5 (GCA_030466465.1)
=Lactiplantibacillus plantarum BD-LP (GCA 041222805.1)




