N) tree generated by a cgMLST analysis (based on 1102 loci)
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L83, evilactobacillus brevis TMW 1.6 (GCA_000833415.1)
Levilactobacillus brevis CIP102806T (GCA_965136155.1)
Levilactobacillus brevis NCTC13768 (GCA_900475625.1)
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Levilactobacillus brevis DSM 20054 (GCA 001433855.1)
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L %% evilactobacillus brevis BDGP6 (GCA_002762175.1)

472, evilactobacillus brevis D7 (GCA_002318935.1)



