N) tree generated by a cgMLST analysis (based on 876 loci)

¥8.Bacteroides xylanisolvens APCS1/XY (GCA_018279805.1)
155 Bacteroides xylanisolvens CL11T00C03 (GCA_018289135.1)
H;:Bacteroides xylanisolvens 1001271B_151109_B2 (GCA_015551805.1)
' %T.Bacteroides xylanisolvens SUG180 (GCA_022767385.1)
#3.Bacteroides xylanisolvens AY11-1 (GCA 029369765.1)
Bacteroides xylanisolvens BFG-319 (GCA_024759125.1)
=-Bacteroides xylanisolvens ERR9578226_bin.9_MetaWRAP_v1.3_MAG (GCA 958367175.1)
10.Bacteroides xylanisolvens MCC247 (GCA_018785745.1)
Bacteroides xylanisolvens D53t1_180928_G3 (GCA_015547545.1)
Bacteroides xylanisolvens BIOML-A2 (GCA_009101535.1)
Bacteroides xylanisolvens BIOML-A1 (GCA_009101785.1)
Bacteroides xylanisolvens BIOML-A57 (GCA_009102105.1)
Bacteroides xylanisolvens BIOML-A48 (GCA_009102165.1)
Bacteroides xylanisolvens BIOML-A56 (GCA_009101565.1)
28 pacteroides xylanisolvens BIOML-A47 (GCA_009102215.1)
t%.Bacteroides xylanisolvens BIOML-A55 (GCA_009101615.1)
Bacteroides xylanisolvens BIOML-A53 (GCA_009101555.1)
Bacteroides xylanisolvens BIOML-A52 (GCA_009101635.1)
Bacteroides xylanisolvens BIOML-A35 (GCA_009101725.1)
Bacteroides xylanisolvens BIOML-A51 (GCA_009102135.1)
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