
0100
Bacteroides uniformis A46_maxbin.002_sub.fa (GCA_021620685.1)
Bacteroides uniformis AM29-1AC (GCA_003469025.1)
Bacteroides uniformis AM29-12AC (GCA_003469465.1)
Bacteroides uniformis TF07-2 (GCA_003437205.1)
Bacteroides uniformis OF04-14 (GCA_003463315.1)
Bacteroides uniformis Map_186_013 (GCA_022739695.1)
Bacteroides uniformis SUG3177 (GCA_034112825.1)
Bacteroides uniformis Tbg-38 (GCA_026719465.1)
Bacteroides uniformis Map_7_003 (GCA_022735305.1)
Bacteroides uniformis UBA11507 (GCA_003539575.1)
Bacteroides uniformis SRR13753917_bin.1_metawrap_v1.3_MAG (GCA_947507305.1)
Bacteroides uniformis CL06T03C05 (GCA_018291785.1)
Bacteroides uniformis CavFT-hAR50 (GCA_032463865.1)
Bacteroides uniformis CTOTU33017 (GCA_036740875.1)
Bacteroides uniformis FSDTA-HCK-B1 (GCA_019733555.1)
Bacteroides uniformis AF04-22B (GCA_027688375.1)
Bacteroides uniformis AM54-10NS (GCA_027668925.1)
Bacteroides uniformis VPI-C7-17 (GCA_021409445.1)
Bacteroides uniformis B624_011 (GCA_022714425.1)
Bacteroides uniformis 2789STDY5834844 (GCA_001406635.1)

 Dendrogram of cgMLST analysis (based on 219 loci)


