NJ tree generated by a cgMLST analysis (based on 516 loci)

f’LBacteroides ovatus BFG-177 (GCA_024758065.1)

., [““Bacteroides ovatus BFG-184 (GCA_024789885.1)

o, PobL8pcteroides ovatus BFG-183 (GCA_024793385.1)
o1 “Bacteroides ovatus BFG-126 (GCA_024759545.1)
=8 Po¥k26.55cteroides ovatus BFG-445 (GCA_024790825.1)
?".Bacteroides ovatus CLO6T03C20 (GCA_018292045.1)

2%.Bacteroides ovatus BJH 51 (GCA 021410305.1)
~Bacteroides ovatus Map_16 003 (GCA 022740725.1)
“Bacteroides ovatus 1001275B_160808 G1 (GCA 015557725.1)
t28.Bacteroides ovatus 3725 D1 iv (GCA_007012325.1)
22Bacteroides ovatus 3725 D1 iv (GCA_000699725.1)
185.Bacteroides ovatus 3725 D9 iii (GCA_000699665.1)
28, BLBacteroides ovatus B78 007 (GCA _022713605.1)

0.68

12.7
1

Pl

o002 “BacCteroides ovatus BJH_49 (GCA_021410325.1)
m;Bacteroides ovatus BJH_46 (GCA 021410365.1)
097.Bacteroides ovatus BJH 47 (GCA_021410345.1)
Bacteroides ovatus BFG-341 (GCA_024788335.1)
Bacteroides ovatus BFG-261 (GCA_024759765.1)
3Bacteroides ovatus BFG-224 (GCA_024759785.1)
SLLBacteroides ovatus BFG-553 (GCA_024789185.1)

2.56 3.81
0.81

0.73

%“Root

250



