N) tree generated by a cgMLST analysis (based on 942 loci)

_ 2 Lactiplantibacillus plantarum 202195 (GCA_010586945.1)
Lactiplantibacillus plantarum ATCC 202195 (GCA_018351295.1)
=Lactiplantibacillus plantarum ATCC 202195 (GCA_004354995.1)
587 s Lactiplantibacillus plantarum EN6 (GCA_029542245.1)
Lactiplantibacillus plantarum LRCC5314 (GCA_017742875.1)
Lactiplantibacillus plantarum JBE245 (GCA_001596095.1)
=Lactiplantibacillus plantarum FCQNA27M4 (GCA_030464525.1)
4| actiplantibacillus plantarum Nizo2741 (GCA_001633415.1)

71, A%l actiplantibacillus plantarum - (GCA_023168025.1)

18| actiplantibacillus plantarum HS1-L2 (GCA_049525355.1)
MLactiplantibacillus plantarum FCa3L (GCA_023145715.1)

2937, actiplantibacillus plantarum 8p-a3 (GCA_004403045.2)
Lactiplantibacillus plantarum 8p-a3-Clr (GCA_004404125.1)
Lactiplantibacillus plantarum 8p-a3-Clr-Amx (GCA 019311725.2)
Lactiplantibacillus plantarum 8P-A3 (GCA_009762745.1)
Lactiplantibacillus plantarum Z.6-1 (GCA_023973045.1)

2%, actiplantibacillus plantarum F53 (GCA_036353265.1)

2002, actiplantibacillus plantarum 8 PA 3 (GCA_002234395.1)
Lactiplantibacillus plantarum 8 RA-3 (GCA _001010175.1)
Lactiplantibacillus plantarum FNCPS 37 (GCA_044990725.1)
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