
1
0

1
0

0.53
2.08

1
19.1

Parabacteroides goldsteinii L3_068_000M1_dasL3_068_000M1_metabat.metabat.74 (GCA_018377625.1)14.8

Parabacteroides goldsteinii AF01-16J (GCA_027688775.1)18.2

1
9.43

1
34.7

Parabacteroides goldsteinii extra-SRR7762552.21_1677801600 (GCA_949518905.1)0

Parabacteroides goldsteinii extra-SRR7761326.20_1677801493 (GCA_949542295.1)0

Parabacteroides goldsteinii UBA1699 (GCA_002320525.1)32.3

1
9.43

1
30.4

Parabacteroides goldsteinii DSM 19448 (GCA_000969835.1)0

Parabacteroides goldsteinii MGYG-HGUT-01489 (GCA_902375575.1)0

1
15.7

Parabacteroides goldsteinii 46_110531.24_1677753797 (GCA_949380715.1)20.6

1
8.21

Parabacteroides goldsteinii MGBC101249 (GCA_948638995.1)10.5

0.61
1.76

Parabacteroides goldsteinii MGBC108151 (GCA_949089295.1)11.3

0.32
0.468

Parabacteroides goldsteinii MGBC108247 (GCA_948597115.1)8.42

0.74
1.41

0.36
0.318

0.44
0.378

Parabacteroides goldsteinii MGBC108181 (GCA_948560525.1)1.07

Parabacteroides goldsteinii D-Fe5_120416.44_1677753881 (GCA_949410045.1)0.935

Parabacteroides goldsteinii MGBC101506 (GCA_948821275.1)0.622

0.4
0.182

0.77
1.06

Parabacteroides goldsteinii MGBC101150 (GCA_948521385.1)0.981

0.54
0.019

Parabacteroides goldsteinii MGBC101752 (GCA_948947885.1)1.99

Parabacteroides goldsteinii extra-ERR982843.22_1677794747 (GCA_949460545.1)0.00937

0.95
3.19

Parabacteroides goldsteinii MGBC106416 (GCA_948718635.1)3.63

0.51
0.369

Parabacteroides goldsteinii MGBC101690 (GCA_948992245.1)0.557

Parabacteroides goldsteinii 52_110627.23_1677753825 (GCA_949379645.1)1.44

Root0

NJ tree generated by a cgMLST analysis (based on 91 loci)
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