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Bacillus amyloliquefaciens N-8 (GCA_048054725.1)
Bacillus amyloliquefaciens EA19 (GCA_019339505.1)
Bacillus amyloliquefaciens LM2303 (GCA_001889285.1)
Bacillus amyloliquefaciens MBE1283 (GCA_001483885.1)
Bacillus amyloliquefaciens SN16-1 (GCA_018502525.1)
Bacillus amyloliquefaciens C6.7 (GCA_030520205.1)
Bacillus amyloliquefaciens JF (GCA_042159825.1)
Bacillus amyloliquefaciens PM415 (GCA_030517795.1)
Bacillus amyloliquefaciens LFB112 (GCA_000508265.1)
Bacillus amyloliquefaciens B1895 (GCA_000696285.1)
Bacillus amyloliquefaciens BZR 854 (GCA_047780485.1)
Bacillus amyloliquefaciens BZR 854 (GCA_049060485.1)
Bacillus amyloliquefaciens F11 (GCA_002024555.1)
Bacillus amyloliquefaciens CUN9 (GCA_032930055.1)
Bacillus amyloliquefaciens CHAG-1D (GCA_032918205.1)
Bacillus amyloliquefaciens PRIN1 (GCA_032933215.1)
Bacillus amyloliquefaciens B408 (GCA_024452365.1)
Bacillus amyloliquefaciens IT-45 (GCA_000242855.2)
Bacillus amyloliquefaciens UASWS BA1 (GCA_000469015.2)
Bacillus amyloliquefaciens IT45 (GCA_036936825.1)

 Dendrogram of cgMLST analysis (based on 2602 loci)


