N) tree generated by a cgMLST analysis (based on 1327 loci)
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*Lstreptococcus salivarius MCC742 (GCA_018783915.1)
*.5treptococcus salivarius KBO05 (GCA_000963335.1)

240 20.Streptococcus salivarius ATCC 25975 (GCA_002094975.1)

ﬂtreptococcus salivarius NCTC7366 (GCA_900475225.1)
ZE.streptococcus salivarius K56 (GCA_019731335.1)

Streptococcus salivarius BIOML-A12 (GCA_009717305.1)
Streptococcus salivarius A13000632 (GCA_026781885.1)
Streptococcus salivarius CDWN00921 (GCA_035591915.1)
Streptococcus salivarius E636 (GCA_018599045.1)
19.Streptococcus salivarius OMI893 (GCA 047459955.1)
Streptococcus salivarius VA08-2AN (GCA 011029085.1)
*Zstreptococcus salivarius 57.1 (GCA_000305335.2)
*2L.Streptococcus salivarius CDWN00918 (GCA 035591865.1)
18.Streptococcus salivarius GH NEXARS (GCA_015159825.1)
11 E*Lstreptococcus salivarius OMI814 (GCA 047463115.1)
Streptococcus salivarius OMI811-1 (GCA_047463215.1)
Streptococcus salivarius OMI811 (GCA 047463255.1)
2L.Streptococcus salivarius AF29-16 (GCA_003457695.1)
*8.streptococcus salivarius D17054061 (GCA_026781795.1)
Streptococcus salivarius 20925 1 13 (GCA_041431855.1)
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