N) tree generated by a cgMLST analysis (based on 681 loci)

2. Faecalibacterium prausnitzii MCC585 (GCA_018784645.1)
Faecalibacterium prausnitzii M21/2 (GCA_000154385.1)
—.Faecalibacterium prausnitzii BBSGM-G02-111 (GCA_017850935.1)

155[1 Faecalibacterium prausnitzii AF29-11BH (GCA_003434015.1)
. Faecalibacterium prausnitzii AF29-7BH-C (GCA_027683805.1)

—Faecalibacterium prausnitzii APC918/95b (GCA_003312465.1)

11.4

Faecalibacterium prausnitzii MTG231_bin.15 (GCA_934834745.1)
=Faecalibacterium prausnitzii MTG220_bin.8 (GCA_934838655.1)
Faecalibacterium prausnitzii MTG223_bin.14 (GCA_934842325.1)
2%.Faecalibacterium prausnitzii MTG230_bin.28 (GCA_934838755.1)
29.Faecalibacterium prausnitzii MTG221 bin.57 (GCA_934825545.1)
Faecalibacterium prausnitzii MTG243_bin.67 (GCA_934881705.1)
Faecalibacterium prausnitzii MTG224_bin.10 (GCA_934835215.1)
Faecalibacterium prausnitzii MTG228_bin.6 (GCA_934841625.1)
Faecalibacterium prausnitzii MTG225_bin.2 (GCA_934838155.1)
Faecalibacterium prausnitzii MTG244_bin.19 (GCA_934872205.1)
Faecalibacterium prausnitzii MTG222_bin.33 (GCA_934826525.1)
Faecalibacterium prausnitzii MTG242_bin.5 (GCA_934880215.1)
Faecalibacterium prausnitzii MTG229 _bin.15 (GCA_934837645.1)
Faecalibacterium prausnitzii MTG241 _bin.11 (GCA_934882155.1)

o

0.42

0.129




