N) tree generated by a cgMLST analysis (based on 216 loci)

2%.Akkermansia muciniphila GP29 (GCA_002885215.1)
Akkermansia muciniphila EB-AMDK-27 (GCA_010223015.1)
=+Akkermansia muciniphila OB21 FAA NB 28 (GCA_028743255.1)
Akkermansia muciniphila GP38 (GCA_002885595.1)
=Akkermansia muciniphila SRR413729-bin.10 (GCA_905205055.1)
Akkermansia muciniphila UBA10767 (GCA_003497705.1)
2Akkermansia muciniphila CTOTU30857 (GCA_036740315.1)

ooezs | “Akkermansia muciniphila GP41 (GCA_002885165.1)
o.oegzmgﬁkkermansia muciniphila B86_013 (GCA_022713305.1)
1.94 0938, Akkermansia muciniphila CTOTU30893 (GCA 036740235.1)
L9.Akkermansia muciniphila Akk2650 (GCA_018779675.1)

LS. Akkermansia muciniphila Akk1370 (GCA 018847495.1)
Akkermansia muciniphila Akk13715 (GCA_018847515.1)
Akkermansia muciniphila Akk1376 (GCA_018847475.1)

»—-Lo

e[ “Akkermansia muciniphila Akk14745a (GCA_018847455.1)
1%{(;Akkermansia muciniphila Akk14745b (GCA_018847435.1)

22 Akkermansia muciniphila GP06 (GCA_002885615.1)
22%8.AKkermansia muciniphila EB-AMDK-37 (GCA 010223405.1)
Akkermansia muciniphila EB-AMDK-38 (GCA_010223575.1)
Akkermansia muciniphila EB-AMDK-31 (GCA_010223135.1)

%Root

N
U
o}:



