N) tree generated by a cgMLST analysis (based on 1252 loci)

t22.Bifidobacterium breve MSK.22.105 (GCA 019126775.1)

214%Bifidobacterium breve MSK.22.117 (GCA_019126615.1)
Bifidobacterium breve MSK.22.11 (GCA_019126855.1)
Bifidobacterium breve MSK.22.65 (GCA_019126155.1)
#2Bifidobacterium breve MSK.22.97 (GCA_019126325.1)

Bifidobacterium breve MSK.22.45 (GCA_019125915.1)

8% ’ Bifidobacterium breve MSK.22.2 (GCA _019126515.1)
%Bifidobacterium breve MSK.22.99 (GCA_019126115.1)
Bifidobacterium breve MSK.22.68 (GCA_019126415.1)
Bifidobacterium breve MSK.22.103 (GCA 019126945.1)
0992 Bifidobacterium breve MSK.22.64 (GCA 019126195.1)
Bifidobacterium breve MSK.22.116 (GCA_019126695.1)
Bifidobacterium breve MSK.22.124 (GCA_019126215.1)
Bifidobacterium breve MSK.22.115 (GCA_019126975.1)
Bifidobacterium breve MSK.22.114 (GCA 019126635.1)
Bifidobacterium breve MSK.22.106 (GCA_019126785.1)
%Bifidobacterium breve MSK.22.20 (GCA 019126535.1)
Bifidobacterium breve MSK.22.118 (GCA_019126575.1)
“Bifidobacterium breve MSK.22.111 (GCA_019126815.1)
Bifidobacterium breve MSK.22.104 (GCA 019126935.1)

)—\LO

0.151
0.02

)

0.164
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