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Bacteroides uniformis DFI.1.139 (GCA_022138445.1)
Bacteroides uniformis DFI.1.138 (GCA_022138465.1)
Bacteroides uniformis DFI.1.140 (GCA_022138425.1)
Bacteroides uniformis DFI.1.143 (GCA_022138375.1)
Bacteroides uniformis DFI.1.173 (GCA_020563215.1)
Bacteroides uniformis DFI.1.135 (GCA_019132605.1)
Bacteroides uniformis DFI.1.247 (GCA_019132675.1)
Bacteroides uniformis MCC197 (GCA_018785865.1)
Bacteroides uniformis TM12-12GNA (GCA_027677285.1)
Bacteroides uniformis AF28-11 (GCA_003457925.1)
Bacteroides uniformis AM100_BBHI_1 (GCA_027661705.1)
Bacteroides uniformis AM100_PB_TSB_27 (GCA_027661385.1)
Bacteroides uniformis AM100_PB_TSB_3 (GCA_027661425.1)
Bacteroides uniformis AM37-7 (GCA_003468325.1)
Bacteroides uniformis AM29-2AC (GCA_003469435.1)
Bacteroides uniformis AF19-3LB (GCA_003459585.1)
Bacteroides uniformis AM29-4LB (GCA_003469415.1)
Bacteroides uniformis SUG3175 (GCA_034104605.1)
Bacteroides uniformis MSK.17.15 (GCA_019129685.1)
Bacteroides uniformis AF42-11 (GCA_003474125.1)

 Dendrogram of cgMLST analysis (based on 219 loci)


