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Bacteroides uniformis SRR13494517_bin.54_MetaWRAP_v1.3_MAG (GCA_959029145.1)
Bacteroides uniformis ca_0067 (GCA_004167505.1)
Bacteroides uniformis BIOML-A10 (GCA_009020635.1)
Bacteroides uniformis D31t1_170403_F6 (GCA_015550905.1)
Bacteroides uniformis Bacteroides uniformis 82G1 (GCA_900896415.2)
Bacteroides uniformis 2789STDY5834942 (GCA_001406715.1)
Bacteroides uniformis SRR19721642_bin.15_metawrap_v1.3_MAG (GCA_947002305.1)
Bacteroides uniformis AF19-23 (GCA_003459625.1)
Bacteroides uniformis TM04-30 (GCA_003436475.1)
Bacteroides uniformis MB18-69 (GCA_023669365.1)
Bacteroides uniformis MB20-125 (GCA_023668505.1)
Bacteroides uniformis MB18-74 (GCA_023669345.1)
Bacteroides uniformis D55t1_190419_C5 (GCA_015560385.1)
Bacteroides uniformis MSK.16.31 (GCA_019052515.1)
Bacteroides uniformis MSK.16.7 (GCA_019130195.1)
Bacteroides uniformis MSK.16.39 (GCA_019130685.1)
Bacteroides uniformis MSK.16.44 (GCA_019130605.1)
Bacteroides uniformis MSK.16.46 (GCA_019130575.1)
Bacteroides uniformis MSK.16.71 (GCA_019130175.1)
Bacteroides uniformis MSK.16.70 (GCA_019130215.1)

 Dendrogram of cgMLST analysis (based on 219 loci)


