NJ tree generated by a cgMLST analysis (based on 241 loci)
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Bacteroides thetaiotaomicron MD8 (GCA 016760085.1)

Bacteroides thetaiotaomicron MD13 (GCA 016760095.1)

Bacteroides thetaiotaomicron MD17 (GCA 016760165.1)

Bacteroides thetaiotaomicron DFI.1.54 (GCA 019132695.1)
Bacteroides thetaiotaomicron DFI.1.239 (GCA_020562485.1)
Bacteroides thetaiotaomicron DFI.1.238 (GCA_020562505.1)
Bacteroides thetaiotaomicron DFI.1.229 (GCA 020562585.1)
Bacteroides thetaiotaomicron DFI.2.27 (GCA_019132575.1)
Bacteroides thetaiotaomicron DFI.1.150 (GCA_019132815.1)
Bacteroides thetaiotaomicron DFI.1.233 (GCA_020555305.1)
Bacteroides thetaiotaomicron DFI.1.236 (GCA_020562545.1)
Bacteroides thetaiotaomicron DFI.1.228 (GCA_020562595.1)
Bacteroides thetaiotaomicron DFI.1.47 (GCA_020563045.1)
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