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%.Bacteroides xylanisolvens OF04-14BH (GCA_027694925.1)
—L.Bacteroides xylanisolvens ERR1430489 _bin.78_CONCOCT v1.1_MAG (GCA_938046515.1)

339E25'3Bacteroides xylanisolvens BFG-168 (GCA_024789605.1)
1

?87.Bacteroides xylanisolvens BFG-175 (GCA_024791675.1)
Bacteroides xylanisolvens NLAE-zI-G339 (GCA_900107825.1)

397

283E57 Bacteroides xylanisolvens DFI.5.11 (GCA_019131835.1)

! Bo.Bacteroides xylanisolvens MSK.20.34 (GCA_019127935.1)

¥2Bacteroides xylanisolvens CML384 (GCA_027853475.1)

Bacteroides xylanisolvens ERR4918966_bin.5_MetaWRAP_v1.3_MAG (GCA_958351755.1)
Bacteroides xylanisolvens SRR13840001_bin.2_metawrap_v1.3_MAG (GCA_947071395.1)
.Bacteroides Xxylanisolvens TF10-34 (GCA_003437545.1)

Bacteroides xylanisolvens D31t1_170403_H1 (GCA_015553655.1)

ﬁsacteroides xylanisolvens MSK.17.2 (GCA_019129725.1)
t L%.pacteroides xylanisolvens An109 (GCA_002161115.1)

. 353E11'98acteroides xylanisolvens LG101-21 (GCA_027695665.1)
! BLpacteroides xylanisolvens K29 (GCA_019733725.1)

Bacteroides xylanisolvens AF14-6 (GCA_027685185.1)

Bacteroides xylanisolvens AF14-7 (GCA_003464445.1)

Bacteroides xylanisolvens AF39-6AC (GCA_003474245.1)

Bacteroides xylanisolvens SRR15604533_bin.33_metawrap_v1.3_MAG (GCA_947569925.1)



