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0.81
2.97

1
3.82

Parabacteroides distasonis CL09T03C24 (GCA_000307435.1)1.03

0.86
0.969

Parabacteroides distasonis UBA11768 (GCA_003503335.1)0
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Parabacteroides distasonis 1025st1_G12_1025SCRN_200924 (GCA_028329265.1)0

Parabacteroides distasonis 1025st1_B6_1025SCRN_200924 (GCA_028329745.1)0

Parabacteroides distasonis SRR15604536_bin.33_metawrap_v1.3_MAG (GCA_947568935.1)29.7

Parabacteroides distasonis SRR413757-bin.13 (GCA_905196755.1)42.6

Parabacteroides distasonis SRR14038243_bin.24_metawrap_v1.3_MAG (GCA_947088575.1)49.4
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NJ tree generated by a cgMLST analysis (based on 120 loci)
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