
010002000
Bacillus amyloliquefaciens PM415 (GCA_030517795.1)
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Bacillus amyloliquefaciens IT-45 (GCA_000242855.2)
Bacillus amyloliquefaciens UASWS BA1 (GCA_000469015.2)
Bacillus amyloliquefaciens IT45 (GCA_036936825.1)

 Dendrogram of cgMLST analysis (based on 2602 loci)


