N) tree generated by a cgMLST analysis (based on 1342 loci)

cosl " -Bacillus subtilis SRCM101393 (GCA_009914155.1)
' 3LBacillus subtilis B-S26-1 (GCA_047823005.1)
2 *%Bacillus subtilis CV16 (GCA_014879275.1)
BBacillus subtilis PS-196 (GCA_018122465.1)
——LBacillus subtilis PS-209 (GCA_019583555.1)
#LBacillus subtilis 179-F 1A1 HS (GCA_019037645.1)
Bacillus subtilis R-06-OCP2 (GCA_019748415.1)
208 Bacillus subtilis - (GCA_905315385.1)
[Z*Bacillus subtilis SRCM103629 (GCA_004119815.1)
>Bacillus subtilis SEM-9 (GCA 006165085.1)
Bacillus subtilis S1 (GCA_041514415.1)
Bacillus subtilis 154.2 (GCA 023715025.1)
£.Bacillus subtilis CBP-3243 (GCA_035804355.1)
Bacillus subtilis ATC-3 (GCA_022570515.1)
Bacillus subtilis 9407 (GCA 002835225.1)
56, L 2%%Bacillus subtilis AM1002 (GCA 020176885.1)
*®.Bacillus subtilis MARUCOO1 (GCA_025837035.1)
*97.Bacillus subtilis BS16045 (GCA 001720505.1)
i Bacillus subtilis B-59648 (GCA_035807735.1)
' 0974 acillus subtilis B-59646 (GCA 035807755.1)
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