N) tree generated by a cgMLST analysis (based on 2602 loci)
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393Jﬁ'Bacillus amyloliquefaciens 35M (GCA_019880285.1)
! 13+S-Bacillus amyloliquefaciens Bal3 (GCA_018223605.1)

87.Bacillus amyloliquefaciens CHCC26933 (GCA_003382375.1)

%4.Bacillus amyloliquefaciens RD7-7 (GCA_001705195.1)

L17e103.Bacillus amyloliquefaciens EG025 (GCA_049674945.1)

L2e103.Bacillus amyloliquefaciens BD-601 (GCA_035822495.1)

L2103, acillus amyloliquefaciens DYC2-1 (GCA_027213705.1)

L2e*03.Bacillus amyloliquefaciens K2 (GCA_001866745.1)
325

Bacillus amyloliquefaciens LL3 (GCA_000204275.1)

Bacillus amyloliquefaciens 206.2.2 (GCA_023714985.1)
Bacillus amyloliquefaciens B-59649 (GCA_035807715.1)

Bacillus amyloliquefaciens B-59657 (GCA_035807575.1)
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Bacillus amyloliquefaciens NRRL B-59658 (GCA_026786425.1)
Bacillus amyloliquefaciens B-942 (GCA_035813735.1)
Bacillus amyloliquefaciens B-14468 (GCA_035811575.1)

9.39,

Bacillus amyloliquefaciens Bam1 (GCA_019880325.1)

Bacillus amyloliquefaciens B-14461 (GCA_035811675.1)



