N) tree generated by a cgMLST analysis (based on 903 loci)
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104 Lacticaseibacillus rhamnosus PM4 (GCA_040705095.1)
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“<Lacticaseibacillus rhamnosus 51B (GCA_000699985.1)
Lacticaseibacillus rhamnosus LMG 23277 (GCA_032465915.1)
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Lacticaseibacillus rhamnosus AMC0706 (GCA_013425775.1)
Lacticaseibacillus rhamnosus PMC203 (GCA_020826335.1)
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