N) tree generated by a cgMLST analysis (based on 1342 loci)

*7.Bacillus subtilis DJ9192 (GCA_020104495.1)

Bacillus subtilis WS1A (GCA_013186645.1)

Bacillus subtilis YBS29 (GCA_023518255.2)

Bacillus subtilis CWTS 5 (GCA_028462485.1)

L“Bacillus subtilis SRCM104008 (GCA_004101485.1)
Bacillus subtilis SRCM104011 (GCA 004101565.1)
Bacillus subtilis A9 (GCA_032680865.1)

Bacillus subtilis K35-1 (GCA_049311615.1)

28.Bacillus subtilis 37 (GCA_049368775.1)

Bacillus subtilis ZW (GCA _022370975.1)

Bacillus subtilis GL-4 (GCA_025161015.1)
Bacillus subtilis SRCM116268 (GCA_025502505.1)
Bacillus subtilis SRCM116301 (GCA 025502545.1)
2.Bacillus subtilis YB-04 (GCA 017753785.1)

22.Bacillus subtilis CRN 11 (GCA 013267035.1)

Bacillus subtilis B4143 (GCA_000832195.1)

Bacillus subtilis P5_B1 (GCA_009662355.1)
Bacillus subtilis G252 (GCA_030123085.1)

Bacillus subtilis C1_13 (GCA_030122865.1)

Bacillus subtilis C1_9 (GCA 030122885.1)
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