N) tree generated by a cgMLST analysis (based on 1285 loci)

253LBacteroides fragilis NCTC 9343 (GCA_000025985.1)
Bacteroides fragilis CCUG4856T (GCA 005706655.1)
Bacteroides fragilis FDAARGOS_1025 (GCA_016623685.1)
Bacteroides fragilis FDAARGOS_1512 (GCA_020097275.1)
Bacteroides fragilis ATCC 25285 (GCA_001997325.1)

Bacteroides fragilis KLE1758 (GCA_001580095.1)

Bacteroides fragilis KLE1257 (GCA_001580105.1)

Bacteroides fragilis ERR4647695_bin.4_MetaWRAP_v1.1_MAG (GCA_946502935.1)
Bacteroides fragilis FDAARGOS_1511 (GCA_020297425.1)
Bacteroides fragilis S_148 (GCA_034122625.1)

—Bacteroides fragilis UBA1684 (GCA_002320205.1)

*22.Bacteroides fragilis S13 L11 (GCA_000599105.1)

12LBacteroides fragilis 1007-1-F #10 (GCA 000598685.2)
=Bacteroides fragilis 1007-1-F #3 (GCA_000599265.1)
=Bacteroides fragilis 1007-1-F #6 (GCA_000601095.1)
=Bacteroides fragilis 1007-1-F #9 (GCA_000598885.1)
=Bacteroides fragilis 1007-1-F #5 (GCA_000601035.1)
Bacteroides fragilis 1007-1-F #4 (GCA_000598545.2)
Bacteroides fragilis 1007-1-F #8 (GCA_000598265.1)
=Bacteroides fragilis 1007-1-F #7 (GCA_000599145.2)
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