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Bacteroides fragilis 16751 (GCA_019915805.1)
Bacteroides fragilis S_754 (GCA_034132565.1)
Bacteroides fragilis 638R (GCA_000210835.1)
Bacteroides fragilis L3_105_245G1_dasL3_105_245G1_maxbin2.maxbin.009 (GCA_018369215.1)
Bacteroides fragilis Tbg-44 (GCA_026719405.1)
Bacteroides fragilis 3986 T(B)9 (GCA_000598465.1)
Bacteroides fragilis S_345 (GCA_034130165.1)
Bacteroides fragilis S_664 (GCA_034134365.1)
Bacteroides fragilis 3986T(B)10 (GCA_000598185.2)
Bacteroides fragilis S_198 (GCA_034121675.1)
Bacteroides fragilis S_860 (GCA_034141555.1)
Bacteroides fragilis FDAARGOS_1513 (GCA_020297545.1)
Bacteroides fragilis BF_BC_VEJ_DK_2009 (GCA_026966235.1)
Bacteroides fragilis S_826 (GCA_034142825.1)
Bacteroides fragilis 3986 N3 (GCA_000601115.1)
Bacteroides fragilis 3986 N(B)22 (GCA_000598945.1)
Bacteroides fragilis 3986 T(B)13 (GCA_000598965.1)
Bacteroides fragilis BF_FA_COP_DK_2009_10 (GCA_026965975.1)
Bacteroides fragilis MGYG-HGUT-01337 (GCA_902374115.1)
Bacteroides fragilis S_133 (GCA_034122945.1)

 Dendrogram of cgMLST analysis (based on 1285 loci)


