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Bacteroides thetaiotaomicron BJH_76 (GCA_021409845.1)88.6
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Bacteroides thetaiotaomicron jmh66 (GCA_020313255.1)4.42

Bacteroides thetaiotaomicron S_704 (GCA_034133565.1)6.58
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Bacteroides thetaiotaomicron BJH_187 (GCA_021411425.1)30.7
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Bacteroides thetaiotaomicron S_386 (GCA_034129385.1)29.9
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Bacteroides thetaiotaomicron RTP21106st1_H8_RTP21106_201023 (GCA_028398615.1)1.03

0.72
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Bacteroides thetaiotaomicron RTP21106st1_C8_RTP21106_201023 (GCA_028398715.1)0.556

Bacteroides thetaiotaomicron RTP21106st1_B4_RTP21106_201023 (GCA_028398735.1)0.444

Bacteroides thetaiotaomicron S_489 (GCA_034128015.1)3.1

Bacteroides thetaiotaomicron C34 (GCA_004349635.1)44.7
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Bacteroides thetaiotaomicron BFG-336 (GCA_024788825.1)0

Bacteroides thetaiotaomicron BFG-331 (GCA_024792525.1)0

Bacteroides thetaiotaomicron BFG-270 (GCA_024790645.1)3.09

0.74
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Bacteroides thetaiotaomicron F9-2 (GCA_012151035.1)12.9

0.81
4.2

Bacteroides thetaiotaomicron  (GCA_000437995.1)16.4

0.81
2.13

Bacteroides thetaiotaomicron S_878 (GCA_034140915.1)4.69

Bacteroides thetaiotaomicron MB20-89 (GCA_023668745.1)15.3
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NJ tree generated by a cgMLST analysis (based on 241 loci)
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