N) tree generated by a cgMLST analysis (based on 1042 loci)

43.Bifidobacterium pseudocatenulatum YIT12189 (GCA 020526445.1)
——*Bifidobacterium pseudocatenulatum YIT12819 (GCA_020526245.1)
Bifidobacterium pseudocatenulatum i02-0019-A2 (GCA_042855075.1)
Bifidobacterium pseudocatenulatum YIT11953 (GCA_020541885.1)
Bifidobacterium pseudocatenulatum YIT12986 (GCA_020526125.1)

4%.Bifidobacterium pseudocatenulatum YIT12228 (GCA_020526385.1)
Bifidobacterium pseudocatenulatum YIT12821 (GCA_020526265.1)
Bifidobacterium pseudocatenulatum YIT12145 (GCA_020526555.1)
Bifidobacterium pseudocatenulatum YIT12985 (GCA_020526185.1)
Bifidobacterium pseudocatenulatum YIT12232 (GCA_020526365.1)

¥8.Bifidobacterium pseudocatenulatum YIT11951 (GCA 020526625.1)
Bifidobacterium pseudocatenulatum YIT11952 (GCA_020541905.1)
Bifidobacterium pseudocatenulatum YIT12817 (GCA_020526325.1)
Bifidobacterium pseudocatenulatum YIT12988 (GCA_020525765.1)

#.Bifidobacterium pseudocatenulatum YIT12054 (GCA_020526545.1)
Bifidobacterium pseudocatenulatum YIT11954 (GCA 020526605.1)
Bifidobacterium pseudocatenulatum YIT12053 (GCA_020526525.1)
=Bifidobacterium pseudocatenulatum - (GCA_006828885.1)
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