N) tree generated by a cgMLST analysis (based on 1042 loci)

409

Bifidobacterium pseudocatenulatum YIT12228 (GCA_020526385.1)
Bifidobacterium pseudocatenulatum YIT12985 (GCA_020526185.1)
Bifidobacterium pseudocatenulatum - (GCA_006828885.1)
Bifidobacterium pseudocatenulatum YIT12053 (GCA_020526525.1)
Bifidobacterium pseudocatenulatum YIT11949 (GCA_020526645.1)
Bifidobacterium pseudocatenulatum i02-0019-A2 (GCA_042855075.1)
Bifidobacterium pseudocatenulatum 12 (GCA_003952825.1)

408

424

432

——.Bifidobacterium pseudocatenulatum - (GCA_902167535.1)
429

=]o

Bifidobacterium pseudocatenulatum AF26-1 (GCA_003458965.1)
.Bifidobacterium pseudocatenulatum AM11-10 (GCA_003472415.1)

0.819
e
0.15

319[‘98.3 Bifidobacterium pseudocatenulatum AM08-25 (GCA 003472685.1)

b B%2gifidobacterium pseudocatenulatum AM08-2 (GCA_003472725.1)
48.Bifidobacterium pseudocatenulatum AM33-6 (GCA_003468555.1)
Bifidobacterium pseudocatenulatum TF07-45 (GCA_003437075.1)

28 gifidobacterium pseudocatenulatum TF07-23 (GCA 003437155.1)
Bifidobacterium pseudocatenulatum TF08-3AT (GCA_003436955.1)
LLBifidobacterium pseudocatenulatum YIT12186 (GCA_020526485.1)
Bifidobacterium pseudocatenulatum YIT12187 (GCA_020526465.1)
Bifidobacterium pseudocatenulatum YIT12185 (GCA_020526505.1)

L *4Bjfidobacterium pseudocatenulatum AM18-42 (GCA_003471505.1)

231

~|o
~
3
©

p.764
0.15

°Root

N
wu
o



