N) tree generated by a cgMLST analysis (based on 1042 loci)

“0.ifidobacterium pseudocatenulatum TM05-11 (GCA_003437435.1)
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=Bifidobacterium pseudocatenulatum 1001271st1_H7_1001271B_151109 (GCA_028311545.1)
Bifidobacterium pseudocatenulatum 1001271st1_E11_1001271B_151109 (GCA_028311485.1)
“2.gifidobacterium pseudocatenulatum YIT12053 (GCA_020526525.1)
eg *“™.Bifidobacterium pseudocatenulatum - (GCA_006828885.1)
Bifidobacterium pseudocatenulatum - (GCA_030269785.1)
4%8.Bifidobacterium pseudocatenulatum YIT12228 (GCA_020526385.1)
Bifidobacterium pseudocatenulatum YIT11955 (GCA_020526585.1)
Bifidobacterium pseudocatenulatum YIT12985 (GCA_020526185.1)
Bifidobacterium pseudocatenulatum YIT12232 (GCA_020526365.1)
3 Bifidobacterium pseudocatenulatum YIT12054 (GCA _020526545.1)
“.Bifidobacterium pseudocatenulatum YIT11954 (GCA_020526605.1)
Bifidobacterium pseudocatenulatum YIT12217 (GCA_020526405.1)
47 Bifidobacterium pseudocatenulatum YIT12988 (GCA_020525765.1)
Bifidobacterium pseudocatenulatum YIT11949 (GCA_020526645.1)
Bifidobacterium pseudocatenulatum YIT11952 (GCA_020541905.1)
Bifidobacterium pseudocatenulatum YIT11956 (GCA_020541865.1)
Bifidobacterium pseudocatenulatum YIT12987 (GCA_020526195.1)
Bifidobacterium pseudocatenulatum YIT11025 (GCA_020526665.1)
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