NJ tree generated by a cgMLST analysis (based on 906 loci)
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ELigilactobacillus salivarius SNK-6 (GCA_024397675.1)
0.53

%%, igilactobacillus salivarius C2-1 (GCA_033344095.1)

1.53

Ligilactobacillus salivarius AR809 (GCA_020535185.1)
Ligilactobacillus salivarius CICC 23174 (GCA_001723525.1)

=Ligilactobacillus salivarius VHProbi A17 (GCA_024637975.1)
—®4 igilactobacillus salivarius AER04 (GCA_020026515.1)
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Ligilactobacillus salivarius NIAS840 (GCA_000215465.2)

Ligilactobacillus salivarius SRCM217603 (GCA_028656255.1)
Ligilactobacillus salivarius JCM 1047 (GCA_002079425.1)
Ligilactobacillus salivarius FHNXY73M9 (GCA_009863735.1)
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ELigilactobacillus salivarius 290 (GCA_002848245.1)
023 379, igilactobacillus salivarius ET141 (GCA_030372485.1)
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Ligilactobacillus salivarius An453 (GCA_016902115.1)

Ligilactobacillus salivarius An787 (GCA_016900465.1)
Ligilactobacillus salivarius 92_BHI (GCA_030371315.1)
Ligilactobacillus salivarius 156_Feed (GCA_030372045.1)
Ligilactobacillus salivarius 150 Feed (GCA 030373745.1)
Ligilactobacillus salivarius SGL 03 (GCA_002738245.1)
Ligilactobacillus salivarius C1-4 (GCA_040566435.1)

Ligilactobacillus salivarius C2-3 (GCA 040720955.1)




