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Bacillus subtilis OG2A (GCA_033100155.1)
Bacillus subtilis AM1002 (GCA_020176885.1)
Bacillus subtilis 9407 (GCA_002835225.1)
Bacillus subtilis SRCM103629 (GCA_004119815.1)
Bacillus subtilis SEM-9 (GCA_006165085.1)
Bacillus subtilis TRC-7 (GCA_020552025.1)
Bacillus subtilis TRC-10 (GCA_020552665.1)
Bacillus subtilis NA05 = NBRC 116153 (GCA_036512515.1)
Bacillus subtilis N4 (GCA_023078435.1)
Bacillus subtilis CTXW 7-6-2 (GCA_023571865.1)
Bacillus subtilis YT1 (GCA_037201935.1)
Bacillus subtilis - (GCA_964033655.2)
Bacillus subtilis CF03 (GCA_045780055.1)
Bacillus subtilis SS-17 (GCA_046543845.1)
Bacillus subtilis G7 (GCA_004328925.1)
Bacillus subtilis SRCM102745 (GCA_009913395.1)
Bacillus subtilis UCMB5121 (GCA_012648205.1)
Bacillus subtilis UCMB5021 (GCA_012648345.1)
Bacillus subtilis A10 (GCA_021498185.1)
Bacillus subtilis MB9_B8 (GCA_031324185.1)

 Dendrogram of cgMLST analysis (based on 1342 loci)


