N) tree generated by a cgMLST analysis (based on 942 loci)

225 actiplantibacillus plantarum ZJ316 (GCA_000338115.2)
=Lactiplantibacillus plantarum BC299 (GCA_030503695.1)
Lactiplantibacillus plantarum ZFM4 (GCA 003627355.1)
=Lactiplantibacillus plantarum LZ206 (GCA_001659745.1)

Lactiplantibacillus plantarum NG3-L4 (GCA 049524635.1)

Lactiplantibacillus plantarum NG3-L1 (GCA_049524735.1)

Lactiplantibacillus plantarum R95 (GCA_020552045.1)

Lactiplantibacillus plantarum R62 (GCA_020552185.1)

Lactiplantibacillus plantarum MS)JK0068 (GCA_032921125.1)
Lactiplantibacillus plantarum R58 (GCA_020552215.1)
Lactiplantibacillus plantarum R49 (GCA 020552235.1)

=Lactiplantibacillus plantarum R75 (GCA_020552065.1)
=Lactiplantibacillus plantarum R39 (GCA_020552325.1)
Lactiplantibacillus plantarum R98 (GCA_020552075.1)

29%, actiplantibacillus plantarum R102 (GCA_020552445.1)
Lactiplantibacillus plantarum R77 (GCA_020552095.1)
Lactiplantibacillus plantarum R46 (GCA_020552285.1)
Lactiplantibacillus plantarum R35 (GCA_020552405.1)
Lactiplantibacillus plantarum R106 (GCA_020552425.1)
Lactiplantibacillus plantarum R105 (GCA_020552435.1)
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