Dendrogram of cgMLST analysis (based on 219 loci)
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Bacteroides uniformis AF17-20 (GCA_003460085.1)

Bacteroides uniformis UO.H1043 (GCA 028528085.1)

Bacteroides uniformis NBRC 113350 (GCA_006742345.1)

Bacteroides uniformis TF07-2 (GCA_003437205.1)

Bacteroides uniformis AM28-49 (GCA 003469475.1)

Bacteroides uniformis ERR9578290 _bin.11_MetaWRAP v1.3 MAG (GCA 958421795.1)
Bacteroides uniformis OM18-7A (GCA 027691155.1)

Bacteroides uniformis 27895TDY5834942 (GCA 001406715.1)
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Bacteroides uniformis MB18-74 (GCA_023669345.1)

Bacteroides uniformis MB20-125 (GCA 023668505.1)

Bacteroides uniformis MB18-69 (GCA 023669365.1)
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