N) tree generated by a cgMLST analysis (based on 3235 loci)
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1%Blautia producta DFI.1.120 (GCA_020559415.1)
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Z.Blautia producta ID9B (GCA_020697595.1)

1160103,8|3utia producta ERR9762675_bin.6_MetaWRAP_v1.3_MAG (GCA_958366345.1)
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Blautia producta SL.2.22 (GCA_024460175.1)
101e:03 Blautia producta 131A (GCA_020697575.1)

222B|autia producta 124C (GCA_020697535.1)

Blautia producta N2_088_042G1_dasN2_088_042G1_maxbin2.maxbin.015 (GCA_032553655.1)
B%BJautia producta N4_083_000G1_dasN4_083_000G1_concoct 24 (GCA_032571695.1)

%" B%.g1autia producta N2_070_000G1_dasN2_070_000G1_maxbin2.maxbin.025 (GCA_032555955.1)
2%5Blautia producta JCM 1471 (GCA_010669205.1)

Blautia producta ATCC 27340 (GCA_000373885.1)

Blautia producta MGYG-HGUT-01689 (GCA_902377405.1)

28%.Blautia producta DSM 2950 (GCA 014131715.1)

32.8|autia producta DSM 2950 (GCA_000439125.1)




