N) tree generated by a cgMLST analysis (based on 120 loci)
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035 Parabacteroides distasonis S_955 (GCA_034137895.1)

P9l 1ss LParabacteroides distasonis AM100-PB-1D-25A (GCA_027660485.1)
Parabacteroides distasonis CLO9T03C24 (GCA_000307435.1)
Parabacteroides distasonis UBA11768 (GCA_003503335.1)
Parabacteroides distasonis UBA9112 (GCA_003526535.1)
Parabacteroides distasonis S_107 (GCA_034123745.1)

Parabacteroides distasonis S_103 (GCA_034123805.1)

244.parabacteroides distasonis FDAARGOS_615 (GCA_012273055.1)

29357 parabacteroides distasonis ERR9354025_bin.52_MetaWRAP_v1.3_MAG (GCA_958416885.1)
Parabacteroides distasonis 1001275st1_D6_10010951) 161003 (GCA _028329275.1)
Parabacteroides distasonis 1001275st1_D4 10010951) 161003 (GCA 028330175.1)
Parabacteroides distasonis MGBC149857 (GCA_948490825.1)

Parabacteroides distasonis MGBC159920 (GCA_948522245.1)

Parabacteroides distasonis MGBC155166 (GCA_948721785.1)

Parabacteroides distasonis MGBC158283 (GCA_948762195.1)

Parabacteroides distasonis MGBC156494 (GCA _948825755.1)
Parabacteroides distasonis MGBC158348 (GCA_948829695.1)
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