Dendrogram of cgMLST analysis (based on 729 loci)
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Limosilactobacillus reuteri 6799jm-1 (GCA_009649645.1)
Limosilactobacillus reuteri LRO (GCA 002156605.1)
Limosilactobacillus reuteri LL7 (GCA 007633215.1)
Limosilactobacillus reuteri Fn041 (GCA 019336465.1)
Limosilactobacillus reuteri BHM Lincecum 2 1 (GCA 020785135.1)
Limosilactobacillus reuteri BHM Thaddeus 3 1 (GCA 020784195.1)
Limosilactobacillus reuteri BHM Thaddeus 2 1 (GCA 020785145.1)
Limosilactobacillus reuteri E (GCA_019061135.1)
Limosilactobacillus reuteri Z6 (GCA 012971015.1)
Limosilactobacillus reuteri Z5 (GCA_012971005.1)
Limosilactobacillus reuteri N2 (GCA 012971125.1)
Limosilactobacillus reuteri N7 (GCA 012971035.1)
Limosilactobacillus reuteri N4 (GCA 012971085.1)
Limosilactobacillus reuteri N5 (GCA 012971095.1)
Limosilactobacillus reuteri N1 (GCA 012971185.1)
Limosilactobacillus reuteri N3 (GCA 012971115.1)
Limosilactobacillus reuteri CC-AA2-2 (GCA 020784665.1)
Limosilactobacillus reuteri CC-AA2-1 (GCA 020784655.1)
Limosilactobacillus reuteri WF-AA1-C (GCA 020784725.1)
Limosilactobacillus reuteri WF-AA1-A (GCA_020784695.1)



