NJ) tree generated by a cgMLST analysis (based on 729 loci)

23’ imosilactobacillus reuteri MR2 (GCA_020784845.1)
Limosilactobacillus reuteri MR6 (GCA_020784835.1)
Limosilactobacillus reuteri AG_2_7_1 (GCA_020784205.1)
1200 Limosilactobacillus reuteri LDHa (GCA_042464795.1)
1%{;Limosilactobacillus reuteri LSHe (GCA_042464815.1)

X imosilactobacillus reuteri UBLRU-87 (GCA_003719715.1)
1%. imosilactobacillus reuteri Ip167-67 (GCA_036621875.1)
Limosilactobacillus reuteri ATCC 53608 (GCA_000236455.2)
b a1 —Limosilactobacillus reuteri M984A (GCA_046937655.1)
o4 el Limosilactobacillus reuteri M755A (GCA_046938415.1)
ﬁ;Limosilactobacillus reuteri AN417 (GCA 013348825.1)
2| imosilactobacillus reuteri M963A (GCA 046937795.1)
=Limosilactobacillus reuteri M767A (GCA_046938255.1)
Limosilactobacillus reuteri M825A (GCA_046937975.1)
=Limosilactobacillus reuteri M721A (GCA 046938595.1)
Limosilactobacillus reuteri M826A (GCA 046938015.1)
B4l imosilactobacillus reuteri M824A (GCA_046938025.1)
=Limosilactobacillus reuteri M966A (GCA 046937815.1)
Limosilactobacillus reuteri M773A (GCA_046938205.1)
1130, imosilactobacillus reuteri BRD_L17 (GCA_026183435.1)
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