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generated by a cgMLST analysis (based on 729 loci)
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Limosilactobacillus reuteri PM_Patrick_1_1 (GCA_020784875.1)
Limosilactobacillus reuteri PM_Patrick_6_1 (GCA_020784805.1)
—3 imosilactobacillus reuteri BHM_Thaddeus_2_ 1 (GCA 020785145.1)

.o 25Limosilactobacillus reuteri BHM_Thaddeus_3_1 (GCA_020784195.1)
[2'5 Limosilactobacillus reuteri BHM_Lincecum 2 1 (GCA 020785135.1)

Limosilactobacillus reuteri Fn041 (GCA_019336465.1)
Limosilactobacillus reuteri FNO41 (GCA_024652885.1)
ol -Limosilactobacillus reuteri L1604-1 (GCA_009649545.1)
1

>4 imosilactobacillus reuteri BR13-C2 (GCA_022511545.1)

294E Limosilactobacillus reuteri M_Angie 4 1 (GCA 020784915.1)
Y Ll imosilactobacillus reuteri M _Angie 1 1 (GCA 020784935.1)

—318%| imosilactobacillus reuteri 2010 (GCA_003703885.1)
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Limosilactobacillus reuteri BHM_Lincecum_1 1 (GCA _020785115.1)

Limosilactobacillus reuteri LTM Jesus 5 1 (GCA 020785035.1)
Limosilactobacillus reuteri LTM_Jesus_1_1 (GCA_020785095.1)
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Limosilactobacillus reuteri BIO7251 (GCA_030262475.1)
281

Limosilactobacillus reuteri 2A (GCA_020784255.1)
i 281[;0 Limosilactobacillus reuteri C4 (GCA_020784595.1)

' LLimosilactobacillus reuteri C3 (GCA_020784605.1)
L3 imosilactobacillus reuteri FUA 3048 (GCA_020784455.1)




