NJ tree generated by a cgMLST analysis (based on 729 loci)

~LLimosilactobacillus reuteri 6A (GCA 020784995.1)

2. imosilactobacillus reuteri 6C (GCA_020784945.1)
Limosilactobacillus reuteri 6B (GCA _020784975.1)
Limosilactobacillus reuteri 21D (GCA 020785215.1)
Limosilactobacillus reuteri 21B (GCA_020785225.1)
Limosilactobacillus reuteri 21A (GCA _020785275.1)
=Limosilactobacillus reuteri AG_ 2 7 1 (GCA_020784205.1)

120 imosilactobacillus reuteri M773A (GCA_046938205.1)
505 %L imosilactobacillus reuteri M984A (GCA 046937655.1)

162/ 781106, i osilactobacillus reuteri UBLRU-87 (GCA_003719715.1)
23| imosilactobacillus reuteri M778A (GCA_046938155.1)
5o %512 22| imosilactobacillus reuteri M824A (GCA_046938025.1)

H;:Limosilactobacillus reuteri M990A (GCA 046937715.1)
% 23 imosilactobacillus reuteri M755A (GCA _046938415.1)

_(hLimosilactobacillus reuteri M963A (GCA_046937795.1)

=Limosilactobacillus reuteri M767A (GCA_046938255.1)
=Limosilactobacillus reuteri M774A (GCA_046938195.1)
=Limosilactobacillus reuteri M721A (GCA_046938595.1)
Limosilactobacillus reuteri M826A (GCA 046938015.1)

Limosilactobacillus reuteri M825A (GCA_046937975.1)

4.88
0.7 93.6

I—‘LO

~lo




