Dendrogram of cgMLST analysis (based on 729 loci)

Limosilactobacillus reuteri BHM_Thaddeus_3 1 (GCA_020784195.1)
Limosilactobacillus reuteri BHM _Lincecum 2 1 (GCA 020785135.1)
Limosilactobacillus reuteri BHM Thaddeus 2 1 (GCA 020785145.1)
Limosilactobacillus reuteri PM_Patrick 1 1 (GCA_020784875.1)
Limosilactobacillus reuteri PM_Patrick 6 1 (GCA_020784805.1)
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