Dendrogram of cgMLST analysis (based on 729 loci)
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Limosilactobacillus reuteri EF2_1 (GCA _020785995.1)
Limosilactobacillus reuteri EF3_1 (GCA 020785895.1)
Limosilactobacillus reuteri EF1_1 (GCA 020785915.1)
Limosilactobacillus reuteri 4A (GCA_020786045.1)
Limosilactobacillus reuteri PTA5 _C5 (GCA 009389155.1)
Limosilactobacillus reuteri PTA6_C7 (GCA 009389105.1)
Limosilactobacillus reuteri GQ_1 3 1 (GCA 020785795.1)
Limosilactobacillus reuteri GQ_1 2 1 (GCA 020785755.1)
Limosilactobacillus reuteri GQ_1 7 1 (GCA 020785765.1)
Limosilactobacillus reuteri GP3 (GCA 020785865.1)
Limosilactobacillus reuteri GP6 (GCA 020785835.1)
Limosilactobacillus reuteri GP1 (GCA 020785855.1)
Limosilactobacillus reuteri AP1 (GCA _020786095.1)
Limosilactobacillus reuteri SRCM217607 (GCA_028656325.1)
Limosilactobacillus reuteri SRCM217606 (GCA 028656265.1)
Limosilactobacillus reuteri SRCM217616 (GCA 028656195.1)
Limosilactobacillus reuteri PTA1_C4 (GCA_009389385.1)
Limosilactobacillus reuteri AP3 (GCA 020786015.1)
Limosilactobacillus reuteri AP3 (GCA 014145445.1)
Limosilactobacillus reuteri AP5 (GCA 020785975.1)



