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Bacteroides uniformis MGBC166267 (GCA_948697045.1)
Bacteroides uniformis UBA10665 (GCA_003448415.1)
Bacteroides uniformis PtFD3Pch2 (GCA_018704025.1)
Bacteroides uniformis U.6_14 (GCA_021199575.1)
Bacteroides uniformis e3zArYC4i3_bin.1.MAG (GCA_946222525.1)
Bacteroides uniformis CTOTU30143 (GCA_036784185.1)
Bacteroides uniformis CTOTU31282 (GCA_036831365.1)
Bacteroides uniformis AF21-53 (GCA_003459325.1)
Bacteroides uniformis AF21-10 (GCA_027684485.1)
Bacteroides uniformis 225I_1TSAB (GCA_032144115.1)
Bacteroides uniformis SRR13840153_bin.4_metawrap_v1.3_MAG (GCA_947071295.1)
Bacteroides uniformis BIOML-A59 (GCA_009019685.1)
Bacteroides uniformis D40t1_170626_E2 (GCA_015557755.1)
Bacteroides uniformis BIOML-A26 (GCA_009020375.1)
Bacteroides uniformis D52t1_170925_H1 (GCA_015559225.1)
Bacteroides uniformis L2_026_030G1_dasL2_026_030G1_concoct_3 (GCA_018382075.1)
Bacteroides uniformis MCC198 (GCA_018785825.1)
Bacteroides uniformis CL06T06C18 (GCA_018289375.1)
Bacteroides uniformis MSK.18.66 (GCA_019128965.1)
Bacteroides uniformis MSK.18.89 (GCA_019128995.1)

 Dendrogram of cgMLST analysis (based on 219 loci)


