N) tree generated by a cgMLST analysis (based on 1153 loci)

—%phocaeicola dorei LMAG:42 (GCA_008680425.1)
,(*Phocaeicola dorei S_179 (GCA_034122025.1)
Phocaeicola dorei S_74 (GCA_034124365.1)
~=Phocaeicola dorei S_176 (GCA_034122105.1)
%7.phocaeicola dorei S_964 (GCA_034146505.1)
6.6 Z.phocaeicola dorei ERR10149242_bin.11_MetaWRAP_v1.3_MAG (GCA_959020695.1)

=]o

1o Phocaeicola dorei S_736 (GCA_034132945.1)
i H—$<;58Phocaeicola dorei SRR16279987_bin.15 _MetaWRAP_v1.3_MAG (GCA_959605725.1)
26}20 Phocaeicola dorei BJH_62 (GCA_021410025.1)

T 1%{;Phocaeicola dorei BJH_65 (GCA_021410045.1)

20M4phocaeicola dorei JRO5 (GCA_013010365.1)
Phocaeicola dorei JR04 (GCA_013010255.1)
Phocaeicola dorei RJX1052 (GCA_004347575.1)
Phocaeicola dorei RJX1051 (GCA_004347655.1)
“Phocaeicola dorei RJX1050 (GCA_004347485.1)
. %Phocaeicola dorei HS2_L_2 B_045b (GCA_001274835.1)
Phocaeicola dorei MGYG-HGUT-02478 (GCA_902387545.1)
Phocaeicola dorei VPI-2277 (GCA_021409405.1)
Phocaeicola dorei VPI-3776A (GCA_021409365.1)
Phocaeicola dorei HS1_L 3 B _079 (GCA_000738065.1)

203,

=|o

o
N
©

o
N
o

%Root

250



